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<210> 1 

<211> 515 

<212> PRT 

<213> Oryza sativa 

<400> 1 

Met Ala Ala Thr Met Ala Ser Asn Ala Ala Ala Ala Ala Ala Val Ser 
15 10 15 

Leu Asp Gin Ala Val Ala Ala Ser Ala Ala Phe Ser Ser Arg Lys Gin 
20 25 30 

Leu Arg Leu Pro Ala Ala Ala Arg Gly Gly Met Arg Val Arg Val Arg 
35 40 45 

Ala Arg Gly Arg Arg Glu Ala Val Val Val Ala Ser Ala Ser Ser Ser 
50 55 60 

Ser Val Ala Ala Pro Ala Ala Lys Ala Glu Glu lie Val Leu Gin Pro 
65 70 75 80 

lie Arg Glu lie Ser Gly Ala Val Gin Leu Pro Gly Ser Lys Ser Leu 
85 90 95 

Ser Asn Arg lie Leu Leu Leu Ser Ala Leu Ser Glu Gly Thr Thr Val 
100 105 110 

Val Asp Asn Leu Leu Asn Ser Glu Asp Val His Tyr Met Leu Glu Ala 
115 120 125 

Leu Lys Ala Leu Gly Leu Ser Val Glu Ala Asp Lys Val Ala Lys Arg 
130 135 140 

Ala Val Val Val Gly Cys Gly Gly Lys Phe Pro Val Glu Lys Asp Ala 
145 150 155 160 

Lys Glu Glu Val Gin Leu Phe Leu Gly Asn Ala Gly lie Ala Met Arg 
165 170 175 

Ser Leu Thr Ala Ala Val Thr Ala Ala Gly Gly Asn Ala Thr Tyr Val 
180 185 190 
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Leu Asp Gly Val Pro Arg Met Arg Glu Arg Pro lie Gly Asp Leu Val 
195 200 205 

Val Gly Leu Lys Gin Leu Gly Ala Asp Val Asp Cys Phe Leu Gly Thr 
210 215 220 

Glu Cys Pro Pro Val Arg Val Lys Gly lie Gly Gly Leu Pro Gly Gly 
225 230 235 240 

Lys Val Lys Leu Ser Gly Ser lie Ser Ser Gin Tyr Leu Ser Ala Leu 
245 250 255 

Leu Met Ala Ala Pro Leu Ala Leu Gly Asp Val Glu lie Glu lie lie 
260 265 270 

Asp Lys Leu lie Ser lie Pro Tyr Val Glu Met Thr Leu Arg Leu Met 
275 280 285 

Glu Arg Phe Gly Val Lys Ala Glu His Ser Asp Ser Trp Asp Arg Phe 
290 295 300 

Tyr lie Lys Gly Gly Gin Lys Tyr Lys Ser Pro Gly Asn Ala Tyr Val 
305 310 315 320 

Glu Gly Asp Ala Ser Ser Ala Ser Tyr Phe Leu Ala Gly Ala Ala lie 
325 330 335 

Thr Gly Gly Thr Val Thr Val Gin Gly Cys Gly Thr Thr Ser Leu Gin 
340 345 350 

Gly Asp Val Lys Phe Ala Glu Val Leu Glu Met Met Gly Ala Lys Val 
355 360 365 

Thr Trp Thr Asp Thr Ser Val Thr Val Thr Gly Pro Pro Arg Glu Pro 
370 375 380 

Tyr Gly Lys Lys His Leu Lys Ala Val Asp Val Asn Met Asn Lys Met 
385 390 395 400 

Pro Asp Val Ala Met Thr Leu Ala Val Val Ala Leu Phe Ala Asp Gly 
405 410 415 

Pro Thr Ala lie Arg Asp Val Ala Ser Trp Arg Val Lys Glu Thr Glu 
420 425 430 

Arg Met Val Ala lie Arg Thr Glu Leu Thr Lys Leu Gly Ala Ser Val 
435 440 445 

Glu Glu Gly Pro Asp Tyr Cys lie lie Thr Pro Pro Glu Lys Leu Asn 
450 455 460 

lie Thr Ala lie Asp Thr Tyr Asp Asp His Arg Met Ala Met Ala Phe 
465 470 475 480 

Ser Leu Ala Ala Cys Ala Asp Val Pro Val Thr lie Arg Asp Pro Gly 
485 490 495 

Cys Thr Arg Lys Thr Phe Pro Asn Tyr Phe Asp Val Leu Ser Thr Phe 
500 505 510 
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Val Arg Asn 
515 

<210> 2 

<211> 1548 

<212> DNA 

<213> Oryza sativa 

<400> 2 



a t acre acre era 

^^5353 > ~'5353 Vl ^53'-'*- 


ccatggcgtc 


caacgccgcg 


actacaacaa 

33 ^ *— 33 w 5333 w 3333 


cggtgtccct 


aaaccaaacc 


60 


atcraccracat 

53 w 533^5353 N -'53 *— 


c acre acre at t 


c tea tcac aa 


aagcagctgc 


aac tacccac 


cacaacacac 


120 


aaaaaaatac 


aaatacaaat 

say v -53^ r >33i3 


acaaacacaa 


aaacaacaaa 


aaacaataat 

^ 53 53 w 53 53 53 53 w 


aataacatcc 

5353 ^ 53 53 w 5J fc-v-w 


180 


gcgtcgtcgt 


CGt.CGGt.CKJC 

v* 53 *— gg v "' 53 33 v - * 


aacaccaaca 


acaaaaacaa 


aggagatcgt 


gc tccagccc 


240 


atcagggaga 


tctccggggc 


ggt tcagc tg 


ccagggtcca 


agtege tc tc 


caacaggatc 


300 


ctcctcctct 


ccgccc tc tc 


caaaaacaca 


acaataataa 

^ 53 w 53 53 53 53 


acaac t tget 


gaacagtgag 


360 


gatgt tcac t 


acatgettga 


ggccctgaaa 


accctcaaac 


tctctgtgga 


agcagataaa 


420 


gttgcaaaaa 


aaactataat 


cat taac tat 


aataacaaat 


ttcctgttga 




480 


aaacracrcfaacr 


tgeaactet t 


c 1 1 aaaaaac 


act aaaa tea 


caatgegate 


cttgacagca 


540 


geegtgae tg 


c tgc tggtgg 


aaa tgcaac t 


tatatcct ta 


ataaaatacc 


acgaatgagg 


600 


gagagaccga 


t tggtgac 1 1 




t tgaaacaac 


t taatacaaa 


tgtcgac tgt 


660 


1 1 c c 1 1 crcrca 


ctaaataccc 


acctattcat 


atcaaaaaaa 


t t aaaaaac t 

*" 53 53 *-*53 53 i— 


tec tggtggc 


720 


aacrcrt taa ere 


tctct era ttc 


catcaacaat 


caa tact taa 


atacc t tact 


aataac tac t 


780 


CCtttCTCTCCC 

V* v»» l~ V» 53 V* V* 


t taaaaa tat 


cr era era ccraa 

53 53 53 ^* **** 53 ^* 


a t cat taac a 


aactaatctc 


cat tec t tac 


840 


rrf t"craaatcra 


cattaaoatt 


aatooacrcat 


tt taatataa 


aggcagagca 


t tctgatagt 


900 


t crcrcra.c a. era t 


tc tata t taa 


GaGa.GGaca.G 
yyy°yyy *—c».y 


aagtacaaat 


c tec tggaaa 


tgee tatgtt 


960 


aaaa cr t era t a 


cc teaagege 


gage tat ttc 


t taac taa t a 

' ' 53 53 x — ^ 53 53 - 53 


c tgc aa tcac 


tggaggcact 


1020 


gtgacagttc 


aaggttgtgg 


tacgaccagt 


ttacaaaata 

^ 53 * 53 53 53 53 


atgtcaaat t 


tgctgaggta 


1080 


cttgagatga 


tgggagcaaa 


ggttacatgg 


actgacacca 


gtgtaaccgt 


aactggtcca 


1140 


ccacgtgagc 


cttatgggaa 


gaaacacctg 


aaagctgttg 


atgtcaacat 


gaacaaaatg 


1200 


cctgatgttg 


ccatgaccct 


tgccgttgtt 


gcactcttcg 


ctgatggtcc 


aactgetate 


1260 


agagatgtgg 


cttcctggag 


agtaaaggaa 


accgaaagga 


tggttgcaat 


teggaccgag 


1320 


ctaacaaagc 


tgggagcatc 


ggttgaagaa 


ggtcctgact 


actgeatcat 


caccccaccg 


1380 


gagaagctga 


acatcacggc 


aatcgacacc 


tacgatgatc 


acaggatggc 


catggccttc 


1440 


tccctcgctg 


cctgcgccga 


cgtgcccgtg 


acgatcaggg 


accctggttg 


cacccgcaag 


1500 


accttcccca 


actacttcga 


cgttctaagc 


actttegtea 


ggaactga 




1548 
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<210> 3 

<211> 1548 

<212> DNA 

<213> Oryza sativ 

<400> 3 



atggctgcaa 


ctatggctag 


taacgcagcg 


gctgccgctg 


ccgtttcctt 


agaccaagca 


60 


gtagcagcga 


gcgctgcatt 


ctcatcacgt 


aagcaactac 


ggctaccagc 


agccgctaga 


120 


ggcggcatga 


gagttagagt 


gagggctaga 


ggtaggcggg 


aggctgtagt 


cgtagcctcc 


180 


gcttctagca 


gttcggtggc 


tgcgccggct 


gctaaggcag 


aggagattgt 


tttacaacct 


240 


attagggaaa 


tatcgggggc 


cgtacaatta 


cctggaagca 


agagcctttc 


caacaggatt 


300 


ctgttgcttt 


cagctctctc 


ggagggaaca 


acagttgtgg 


ataatctgtt 


gaatagtgag 


360 


gatgtgcact 


atatgctaga 


ggctctcaag 


gctctagggc 


tttctgtaga 


agcggataaa 


420 


gtagcaaaac 


gcgcagtggt 


tgtaggttgt 


ggtgggaagt 


tcccagttga 


aaaggatgct 


480 


aaggaagaag 


tacagctctt 


tctcgggaat 


gccgggatcg 


ccatgcggag 


tttgactgct 


540 


gcggtcacag 


ccgctggagg 


caacgcaaca 


tacgtcctag 


atggggtgcc 


gagaatgcgt 


600 


gagcgtccta 


ttggtgatct 


tgtcgtaggt 


ctcaagcaac 


tcggcgctga 


cgtagattgt 


660 


ttcctgggta 


ctgagtgtcc 


gccagtcaga 


gttaaaggaa 


tcggtgggct 


gccgggcgga 


720 


aaggtcaagc 


tgtcgggcag 


tatttcgagt 


cagtatcttt 


ctgctctcct 


gatggctgcg 


780 


ccattagctt 


tgggagatgt 


tgagatcgag 


atcattgata 


aacttatatc 


tatcccgtat 


840 


gtcgagatga 


ctttaagact 


tatggaacgg 


tttggggtta 


aggccgagca 


tagcgacagt 


900 


tgggatcgtt 


tctacataaa 


gggaggccag 


aagtataagt 


ctcctgggaa 


tgcttatgta 


960 


gaaggggatg 


cttcatctgc 


gtcttacttc 


cttgcgggag 


cggctataac 


tggaggaaca 


1020 


gtcacagttc 


agggctgcgg 


tacaacaagt 


ttgcaaggtg 


acgtgaagtt 


tgccgaggta 


1080 


cttgaaatga 


tgggtgccaa 


agtaacgtgg 


acagacacat 


cggtgacagt 


tactggtcct 


1140 


ccacgagaac 


cttacggcaa 


aaagcatctt 


aaggccgtgg 


atgttaatat 


gaataagatg 


1200 


cctgacgttg 


ctatgacact 


tgccgttgtt 


gccctttttg 


cagacggccc 


aacggcgata 


1260 


cgcgatgttg 


catcatggcg 


cgtcaaggaa 


acggagagga 


tggtggctat 


tcgaactgaa 


1320 


ctcaccaaac 


ttggtgcctc 


tgtagaggag 


ggccctgatt 


actgtatcat 


tacaccccct 


1380 


gagaaactta 


acatcactgc 


tattgataca 


tacgacgatc 


atagaatggc 


tatggctttc 


1440 


tcactggccg 


cttgtgcaga 


tgttcctgtc 


acaatcagag 


atcctggctg 


tactagaaag 


1500 


acgttcccga 


actactttga 


tgttctttca 


acattcgtcc 


gcaattga 




1548 
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<210> 4 

<211> 1548 

<212> DNA 

<213> Oryza sativa 

<400> 4 



atggctgcaa 


ctatggctag 


taacgcagcg 


gctgccgctg 


ccgtttcctt 


agaccaagca 


60 


gtagcagcga 


gcgctgcatt 


ctcatcacgt 


aagcaactac 


ggctaccagc 


agccgctaga 


120 


ggcggcatga 


gagttagagt 


gagggctaga 


ggtaggcggg 


aggctgtagt 


cgtagcctcc 


180 


gcttctagca 


gttcggtggc 


tgcgccggct 


gctaaggcag 


aggagattgt 


tttacaacct 


240 


attagggaaa 


tatcgggggc 


cgtacaatta 


cctggaagca 


agagcctttc 


caacaggatt 


300 


ctgttgcttt 


cagctctctc 


ggagggaaca 


acagttgtgg 


ataatctgtt 


gaatagtgag 


360 


gatgtgcact 


atatgctaga 


ggctctcaag 


gctctagggc 


tttctgtaga 


agcggataaa 


420 


gtagcaaaac 


gcgcagtggt 


tgtaggttgt 


ggtgggaagt 


tcccagttga 


aaaggatgct 


480 


aaggaagaag 


tacagctctt 


tctcgggaat 


gccgggatcg 


ccatgcggag 


tttgactgct 


540 


gcggtcacag 


ccgctggagg 


caacgcaaca 


tacgtcctag 


atggggtgcc 


gagaatgcgt 


600 


gagcgtccta 


ttggtgatct 


tgtcgtaggt 


ctcaagcaac 


tcggcgctga 


cgtagattgt 


660 


ttcctgggta 


ctgagtgtcc 


gccagtcaga 


gttaaaggaa 


tcggtgggct 


gccgggcgga 


720 


aaggtcaagc 


tgtcgggcag 


tatttcgagt 


cagtatcttt 


ctgctctcct 


gatggctgcg 


780 


ccattagctt 


tgggagatgt 


tgagatcgag 


atcattgata 


aacttatatc 


tatcccgtat 


840 


gtcgagatga 


ctttaagact 


tatggaacgg 


tttggggtta 


aggccgagca 


tagcgacagt 


900 


tgggatcgtt 


tctacataaa 


gggaggccag 


aagtataagt 


ctcctgggaa 


tgcttatgta 


960 


gaaggggatg 


cttcatctgc 


gtcttacttc 


cttgcgggag 


cggctataac 


tggaggaaca 


1020 


gtcacagttc 


agggctgcgg 


tacaacaagt 


ttgcaaggtg 


acgtgaagtt 


tgccgaggta 


1080 


cttgaaatga 


tgggtgccaa 


agtaacgtgg 


acagacacat 


cggtgacagt 


tactggtcct 


1140 


ccacgagaac 


cttacggcaa 


aaagcatctt 


aaggccgtgg 


atgttaatat 


gaataagatg 


1200 


cctgacgttg 


ctatgacact 


tgccgttgtt 


gccctttttg 


cagacggccc 


aacggcgata 


1260 


cgcgatgttg 


catcatggcg 


cgtcaaggaa 


acggagagga 


tggtggctat 


tcgaactgaa 


1320 


ctcaccaaac 


ttggtgcctc 


tgtagaggag 


ggccctgatt 


actgtatcat 


tacaccccct 


1380 


gagaaactta 


acatcactgc 


tattgataca 


tacgacgatc 


atagaatggc 


tatggctttc 


1440 


tcactggccg 


cttgtgcaga 


tgttcctgtc 


acaatcagag 


atcctggctg 


tactagaaag 


1500 


acgttcccga 


actactttga 


tgttctttca 


acattcgtcc 


gcaattga 




1548 
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<210> 5 

<211> 525 

<212> PRT 

<213> Glycine max 

<400> 5 

Met Ala Gin Val Ser Arg Val His Asn Leu Ala Gin Ser Thr Gin lie 
15 10 15 

Phe Gly His Ser Ser Asn Ser Asn Lys Leu Lys Ser Val Asn Ser Val 
20 25 30 

Ser Leu Arg Pro Arg Leu Trp Gly Ala Ser Lys Ser Arg lie Pro Met 
35 40 45 

His Lys Asn Gly Ser Phe Met Gly Asn Phe Asn Val Gly Lys Gly Asn 
50 55 60 

Ser Gly Val Phe Lys Val Ser Ala Ser Val Ala Ala Ala Glu Lys Pro 
65 70 75 80 

Ser Thr Ser Pro Glu lie Val Leu Glu Pro lie Lys Asp Phe Ser Gly 
85 90 95 

Thr lie Thr Leu Pro Gly Ser Lys Ser Leu Ser Asn Arg lie Leu Leu 
100 105 110 

Leu Ala Ala Leu Ser Glu Gly Thr Thr Val Val Asp Asn Leu Leu Tyr 
115 120 125 

Ser Glu Asp lie His Tyr Met Leu Gly Ala Leu Arg Thr Leu Gly Leu 
130 135 140 

Arg Val Glu Asp Asp Lys Thr Thr Lys Gin Ala lie Val Glu Gly Cys 
145 150 155 160 

Gly Gly Leu Phe Pro Thr Ser Lys Glu Ser Lys Asp Glu lie Asn Leu 
165 170 175 

Phe Leu Gly Asn Ala Gly lie Ala Met Lys Ser Leu Thr Ala Ala Val 
180 185 190 

Val Ala Ala Gly Gly Asn Ala Ser Tyr Val Leu Asp Gly Val Pro Arg 
195 200 205 

Met Arg Glu Arg Pro lie Gly Asp Leu Val Ala Gly Leu Lys Gin Leu 
210 215 220 

Gly Ala Asp Val Asp Cys Phe Leu Gly Thr Asn Cys Pro Pro Val Arg 
225 230 235 240 

Val Asn Gly Lys Gly Gly Leu Pro Gly Gly Lys Val Lys Leu Ser Gly 
245 250 255 

Ser Val Ser Ser Gin Tyr Leu Thr Ala Leu Leu Met Ala Ala Pro Leu 
260 265 270 

Ala Leu Gly Asp Val Glu lie Glu lie Val Asp Lys Leu lie Ser Val 
275 280 285 
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Pro Tyr Val Glu Met Thr Leu Lys Leu Met Glu Arg Phe Gly Val Ser 
290 295 300 

Val Glu His Ser Gly Asn Trp Asp Arg Phe Leu Val His Gly Gly Gin 
305 310 315 320 

Lys Tyr Lys Ser Pro Gly Asn Ala Phe Val Glu Gly Asp Ala Ser Ser 
325 330 335 

Ala Ser Tyr Leu Leu Ala Gly Ala Ala lie Thr Gly Gly Thr lie Thr 
340 345 350 

Val Asn Gly Cys Gly Thr Ser Ser Leu Gin Gly Asp Val Lys Phe Ala 
355 360 365 

Glu Val Leu Glu Lys Met Gly Ala Lys Val Thr Trp Ser Glu Asn Ser 
370 375 380 

Val Thr Val Ser Gly Pro Pro Arg Asp Phe Ser Gly Arg Lys Val Leu 
385 390 395 400 

Arg Gly lie Asp Val Asn Met Asn Lys Met Pro Asp Val Ala Met Thr 
405 410 415 

Leu Ala Val Val Ala Leu Phe Ala Asn Gly Pro Thr Ala lie Arg Asp 
420 425 430 

Val Ala Ser Trp Arg Val Lys Glu Thr Glu Arg Met lie Ala lie Cys 
435 440 445 

Thr Glu Leu Arg Lys Leu Gly Ala Thr Val Glu Glu Gly Pro Asp Tyr 
450 455 460 

Cys Val lie Thr Pro Pro Glu Lys Leu Asn Val Thr Ala lie Asp Thr 
465 470 475 480 

Tyr Asp Asp His Arg Met Ala Met Ala Phe Ser Leu Ala Ala Cys Gly 
485 490 495 

Asp Val Pro Val Thr lie Lys Asp Pro Gly Cys Thr Arg Lys Thr Phe 
500 505 510 

Pro Asp Tyr Phe Glu Val Leu Glu Arg Leu Thr Lys His 
515 520 525 

<210> 6 

<211> 1578 

<212> DNA 

<213> Glycine max 

<400> 6 

atggcccaag tgagcagagt gcacaatctt gctcaaagca ctcaaatttt tggccattct 60 

tccaactcca acaaactcaa atcggtgaat tcggtttcat tgaggccacg cctttggggg 12 0 

gcctcaaaat ctcgcatccc gatgcataaa aatggaagct ttatgggaaa ttttaatgtg 180 

gggaagggaa attccggcgt gtttaaggtt tctgcatcgg tcgccgccgc agagaagccg 240 

tcaacgtcgc cggagatcgt gttggaaccc atcaaagact tctcgggtac catcacattg 300 



7 



ccagggtcca 


agtctctgtc 


caatcgaatt 


ttgcttcttg 


ctgctctctc 


tgagggaaca 


360 


actgttgtag 


acaacttgtt 


gtatagtgag 


gatattcatt 


acatgcttgg 


tgcattaagg 


420 


acccttggac 


tgcgtgtgga 


agatgacaaa 


acaaccaaac 


aagcaattgt 


tgaaggctgt 


480 


gggggattgt 


ttcccactag 


taaggaatct 


aaagatgaaa 


tcaatttatt 


ccttggaaat 


540 


gctggtatcg 


caatgaagtc 


cttgacagca 


gctgtggttg 


ctgcaggtgg 


aaatgcaagc 


600 


tacgtacttg 


atggggtgcc 


ccgaatgaga 


gagaggccaa 


ttggggattt 


ggttgctggt 


660 


cttaagcaac 


ttggtgcaga 


tgttgattgc 


tttcttggca 


caaactgtcc 


acctgttcgt 


720 


gtaaatggga 


agggaggact 


tcctggcgga 


aaggtgaaac 


tgtctggatc 


agttagcagt 


780 


caatacttga 


ctgctttgct 


tatggcagct 


cctttagctc 


ttggtgatgt 


ggaaattgag 


840 


attgttgata 


aactgatttc 


tgttccatat 


gttgaaatga 


ctctgaagtt 


gatggagcgt 


900 


tttggagttt 


ctgtggaaca 


cagtggtaat 


tgggataggt 


tcttggtcca 


tggaggtcaa 


960 


aagtacaagt 


ctcctggcaa 


tgcttttgtt 


gaaggtgatg 


cttcaagtgc 


cagttattta 


1020 


ctagctggtg 


cagcaattac 


tggtgggact 


atcactgtta 


atggctgtgg 


cacaagcagt 


1080 


ttacagggag 


atgtaaaatt 


tgctgaagtt 


cttgaaaaga 


tgggagctaa 


ggttacatgg 


1140 


tcagagaaca 


gtgtcactgt 


ttctggacca 


ccacgagatt 


tttctggtcg 


aaaagtcttg 


1200 


cgaggcattg 


atgtcaatat 


gaacaagatg 


ccagatgttg 


ccatgacact 


tgctgttgtt 


1260 


gcactatttg 


ctaatggtcc 


cactgctata 


agagatgtgg 


caagttggag 


agttaaagag 


1320 


actgagagga 


tgatagcaat 


ctgcacagaa 


ctcagaaagc 


taggagcaac 


agttgaagaa 


1380 


ggtcctgatt 


actgtgtgat 


tactccacct 


gagaaattga 


atgtcacagc 


tatagacaca 


1440 


tatgatgacc 


acagaatggc 


catggcattc 


tctcttgctg 


cttgtgggga 


tgttccagta 


1500 


accatcaagg 


atcctggttg 


caccaggaag 


acatttcctg 


actactttga 


agtccttgag 


1560 


aggttaacaa 


agcactaa 










1578 



<210> 7 

<211> 1578 

<212> DNA 

<213> Glycine max 

<400> 7 

atggctcagg tctctcgcgt tcataatctc gctcagagta cccagatatt cggacattcc 60 

agtaactcaa acaaactaaa gtctgtgaat agtgtatcac ttcggcctcg gctgtgggga 12 0 

gcaagtaaga gccgtatccc tatgcacaag aacggttcgt tcatggggaa ctttaacgtc 180 

ggcaaaggaa actcaggtgt cttcaaagta agcgccagcg tagctgcggc tgagaagccc 240 

agtacttctc ctgaaattgt tcttgaaccg ataaaggatt tctcaggtac gattacacta 300 

cctggatcaa agagtctctc taatagaatt ttgttgctcg cagctctgtc cgaaggaacc 360 
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actgtagtcg ataacctcct ttatagcgaa gatatacatt atatgttggg ggcgctcaga 420 

actcttgggc taagagttga ggacgataag actactaaac aagctatcgt cgaaggttgt 480 

ggcgggttgt tccctacttc taaagaaagt aaagatgaga taaacttgtt tcttggcaac 540 

gcaggaatcg caatgaagag cctcaccgct gctgtcgttg cggcgggtgg taacgctagt 600 

tacgtcttag acggcgtgcc tagaatgcga gaaagaccta tcggtgatct agtggctggc 660 

ctaaaacagc ttggagcaga cgtcgattgt ttcttgggca caaattgccc gcccgtgaga 720 

gtgaacggga agggaggctt gccaggcggt aaggttaaac tatccggatc ggtctcgtca 780 

cagtacctaa ctgcattgct catggccgcc ccgctcgctt tgggggacgt ggagattgaa 840 

atcgtcgata agttgattag cgtgccttat gtggaaatga ccctcaaatt gatggagagg 900 

ttcggagttt cggtagaaca ctccgggaat tgggatcggt ttcttgtaca cggagggcaa 9 60 

aagtacaaaa gcccaggcaa tgccttcgtc gaaggggacg cttcgagcgc ttcctatctc 1020 

ctcgctggcg cagccataac cggtggcacc ataaccgtga acggctgcgg cacctcatcc 1080 

cttcaaggtg atgtaaagtt cgctgaggtc ttggagaaaa tgggcgcaaa ggtcacatgg 1140 

tctgagaaca gcgtaaccgt gtccggacct cccagagact ttcgtggtag aaaggtcctt 12 00 

aggggaatag atgtgaatat gaataagatg ccagatgtgg ctatgacgct cgctgttgtc 12 60 

gccctgttcg caaacggacc taccgcaata agggatgtcg cttcatggcg tgttaaggaa 1320 

accgaacgga tgatcgctat ttgcaccgag ttgcgtaagc tgggtgcaac ggtggaagaa 1380 

ggaccagact attgcgtgat aacacctcct gaaaagctca atgtgaccgc tattgacact 1440 

tatgacgatc acagaatggc tatggcattc tcacttgctg cttgcggtga cgtgccggtt 1500 

acgatcaagg acccagggtg tactaggaag acattcccag attactttga ggtgttggaa 1560 

agattgacaa agcactga 1578 

<210> 8 
<211> 506 
<212> PRT 
<213> Zea mays 

<400> 8 

Met Ala Ala Met Ala Thr Lys Ala Ala Ala Gly Thr Val Ser Leu Asp 
15 10 15 

Leu Ala Ala Pro Ser Arg Arg His His Arg Pro Ser Ser Ala Arg Pro 
20 25 30 

Pro Phe Arg Pro Ala Val Arg Gly Leu Arg Ala Pro Gly Arg Arg Val 
35 40 45 

lie Ala Ala Pro Pro Ala Ala Ala Ala Ala Ala Ala Val Gin Ala Gly 
50 55 60 
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Ala Glu Glu lie Val Leu Gin Pro lie Lys Glu lie Ser Gly Thr Val 
65 70 75 80 

Lys Leu Pro Gly Ser Lys Ser Leu Ser Asn Arg lie Leu Leu Leu Ala 
85 90 95 

Ala Leu Ser Glu Gly Thr Thr Val Val Asp Asn Leu Leu Asn Ser Glu 
100 105 110 

Asp Val His Tyr Met Leu Gly Ala Leu Arg Thr Leu Gly Leu Ser Val 
115 120 125 

Glu Ala Asp Lys Ala Ala Lys Arg Ala Val Val Val Gly Cys Gly Gly 
130 135 140 

Lys Phe Pro Val Glu Asp Ala Lys Glu Glu Val Gin Leu Phe Leu Gly 
145 150 155 160 

Asn Ala Gly lie Ala Met Arg Ser Leu Thr Ala Ala Val Thr Ala Ala 
165 170 175 

Gly Gly Asn Ala Thr Tyr Val Leu Asp Gly Val Pro Arg Met Arg Glu 
180 185 190 

Arg Pro lie Gly Asp Leu Val Val Gly Leu Lys Gin Leu Gly Ala Asp 
195 200 205 

Val Asp Cys Phe Leu Gly Thr Asp Cys Pro Pro Val Arg Val Asn Gly 
210 215 220 

lie Gly Gly Leu Pro Gly Gly Lys Val Lys Leu Ser Gly Ser lie Ser 
225 230 235 240 

Ser Gin Tyr Leu Ser Ala Leu Leu Met Ala Ala Pro Leu Ala Leu Gly 
245 250 255 

Asp Val Glu lie Glu lie lie Asp Lys Leu lie Ser lie Pro Tyr Val 
260 265 270 

Glu Met Thr Leu Arg Leu Met Glu Arg Phe Gly Val Lys Ala Glu His 
275 280 285 

Ser Asp Ser Trp Asp Arg Phe Tyr lie Lys Gly Gly Gin Lys Tyr Lys 
290 295 300 

Ser Pro Lys Asn Ala Tyr Val Glu Gly Asp Ala Ser Ser Ala Ser Tyr 
305 310 315 320 

Phe Leu Ala Gly Ala Ala lie Thr Gly Gly Thr Val Thr Val Glu Gly 
325 330 335 

Cys Gly Thr Thr Ser Leu Gin Gly Asp Val Lys Phe Ala Glu Val Leu 
340 345 350 

Glu Met Met Gly Ala Lys Val Thr Trp Thr Glu Thr Ser Val Thr Val 
355 360 365 

Thr Gly Pro Pro Arg Glu Pro Phe Gly Arg Lys His Leu Lys Ala lie 
370 375 380 
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Asp Val Asn Met Asn Lys Met Pro Asp Val Ala Met Thr Leu Ala Val 
385 390 395 400 

Val Ala Leu Phe Ala Asp Gly Pro Thr Ala lie Arg Asp Val Ala Ser 
405 410 415 

Trp Arg Val Lys Glu Thr Glu Arg Met Val Ala lie Arg Thr Glu Leu 
420 425 430 

Thr Lys Leu Gly Ala Ser Val Glu Glu Gly Pro Asp Tyr Cys lie lie 
435 440 445 

Thr Pro Pro Glu Lys Leu Asn Val Thr Ala lie Asp Thr Tyr Asp Asp 
450 455 460 

His Arg Met Ala Met Ala Phe Ser Leu Ala Ala Cys Ala Glu Val Pro 
465 470 475 480 

Val Thr lie Arg Asp Pro Gly Cys Thr Arg Lys Thr Phe Pro Asp Tyr 
485 490 495 

Phe Asp Val Leu Ser Thr Phe Val Lys Asn 
500 505 

<210> 9 
<211> 1521 
<212> DNA 
<213> Zea mays 



<400> 9 
atggcggcca 


tggcgaccaa 


ggccgccgcg 


ggcaccgtgt 


cgctggacct 


cgccgcgccg 


60 


tcgcgccgcc 


accaccgccc 


gagctcggcg 


cgcccgccct 


tccgccccgc 


cgtccgcggg 


120 


ctgcgggcgc 


ctgggcgccg 


cgtgatcgcc 


gcgccgccgg 


cggcggcagc 


ggcggcggcg 


180 


gtgcaggcgg 


gtgccgagga 


gatcgtgctg 


cagcccatca 


aggagatctc 


cggcaccgtc 


240 


aagctgccgg 


ggtccaagtc 


gctttccaac 


cggatcctcc 


tactcgccgc 


cctgtccgag 


300 


gggacaacag 


tggttgataa 


cctgctgaac 


agtgaggatg 


tccactacat 


gctcggggcc 


360 


ttgaggactc 


ttggtctctc 


tgtcgaagcg 


gacaaagctg 


ccaaaagagc 


tgtagttgtt 


420 


ggctgtggtg 


gaaagttccc 


agttgaggat 


gctaaagagg 


aagtgcagct 


cttcttgggg 


480 


aatgctggaa 


tcgcaatgcg 


gtccttgaca 


gcagctgtta 


ctgctgctgg 


tggaaatgca 


540 


acttacgtgc 


ttgatggagt 


accaagaatg 


agggagagac 


ccattggcga 


cttggttgtc 


600 


ggattgaagc 


agcttggtgc 


agatgttgat 


tgtttccttg 


gcactgactg 


cccacctgtt 


660 


cgtgtcaatg 


gaatcggagg 


gctacctggt 


ggcaaggtca 


agctgtctgg 


ctccatcagc 


720 


agtcagtact 


tgagtgcctt 


gctgatggct 


gctcctttgg 


ctcttgggga 


tgtggagatt 


780 


gaaatcattg 


ataaattaat 


ctccattccg 


tacgtcgaaa 


tgacattgag 


attgatggag 


840 


cgttttggtg 


tgaaagcaga 


gcattctgat 


agctgggaca 


gattctacat 


taagggaggt 


900 


caaaaataca 


agtcccctaa 


aaatgcctat 


gttgaaggtg 


atgcctcaag 


cgcaagctat 


960 
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aegtacgacg 


accacaggat 


ggccatggcc 


ttctcccttg 


ccgcctgtgc 


cgaggtcccc 
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gtcaccatcc 


gggaccctgg 


gtgcacccgg 


aagaccttcc 


ccgactactt 
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agcactttcg 


tcaagaatta 


a 
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<211> 152] 
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^- X Zj ^ L/±v/A 

<213> Zea 


L 
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gagatcattg 


ataagctgat 


ctctatccct 


tatgttgaga 


tgacactccg 


tctgatggaa 


840 


agattegggg 


tcaaagctga 


gcactccgat 


tcctgggaca 


ggttctatat 


caagggegga 


900 


cagaaatata 


agtcaccgaa 


gaatgegtae 


gtcgagggag 


aegcatcgag 


cgcgagttac 


960 


ttccttgegg 


gcgctgccat 


caceggggga 


accgtgacag 


tggaaggctg 


tgggacaacg 


1020 
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agcttgcagg 


gcgacgtcaa atttgctgag 


gtgctagaaa 


tgatgggcgc 


taaggtgact 


1080 


tggactgaga 


cgtccgtgac cgttacggga 


ccgccccgcg 


aacctttcgg 


ccggaagcat 


1140 


ctgaaagcga 


ttgatgtgaa catgaataag 


atgccggacg 


tcgctatgac 


acttgccgtg 


1200 


gtggccctgt 


tcgctgacgg ccccaccgca 


atcagggatg 


tcgctagttg 


gagggtcaag 


1260 


gagacagagc 


gtatggtggc gatccgaacg 


gagctgacta 


aactcggggc 


cagtgtggag 


1320 


gagggcccgg 


attactgcat aatcacacct 


ccagagaagt 


tgaacgtcac 


cgctatcgac 


1380 


acatacgacg 


atcaccggat ggcaatggcc 


tttagcttgg 


cagcgtgcgc 


cgaagtacct 


1440 


gtgactataa 


gagatccagg ttgcacccgc 


aaaacgtttc 


ccgactattt 


cgacgtcctc 


1500 


tcaaccttcg 


tgaagaactg a 
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<210> 11 
<211> 76 
<212> PRT 

<213> Arabidopsis thaliana 










<400> 11 












Met Ala Gin Val Ser Arg lie Cys Asn Gly Val 
15 10 


Gin Asn Pro Ser Leu 
15 




lie Ser Asn Leu Ser Lys Ser Ser Gin Arg Lys 
20 25 


Ser Pro Leu Ser Val 
30 




Ser Leu Lys 
35 


i Thr Gin Gin His Pro Arg Ala Tyr 
40 


Pro lie Ser Ser Ser 
45 




Trp Gly Leu Lys Lys Ser Gly Met Thr Leu lie 
50 55 


Gly Ser Glu Leu Arg 
60 




Pro Leu Lys Val Met Ser Ser Val ; 
65 70 


Ser Thr Ala 
75 


Cys 






<210> 12 
<211> 228 
<212> DNA 

<213> Arabidopsis thaliana 










<400> 12 
atggcgcaag 


ttagcagaat ctgcaatggt 


gtgcagaacc 


catctcttat 


ctccaatctc 


60 


tcgaaatcca 


gtcaacgcaa atctccctta 


tcggtttctc 


tgaagacgca 


gcagcatcca 


120 


cgagcttatc 


cgatttcgtc gtcgtgggga 


ttgaagaaga 


gtgggatgac 


gttaattggc 


180 


tctgagcttc 


gtcctcttaa ggtcatgtct 


tctgtttcca 


cggcgtgc 




228 


<210> 13 
<211> 228 
<212> DNA 

<213> Arabidopsis thaliana 










<400> 13 
atggcccagg 


taagtaggat ctgtaacgga 


gtccaaaacc 


cttcactaat 


atcgaacctg 


60 



tcaaaaagct ctcaaagaaa gtcgccgctt tctgtatcgt tgaaaactca acagcacccg 120 

agggcttatc ccatctcaag ctcctggggt ctaaagaaaa gtggaatgac actgatcggt 180 

agcgaactac gaccgctgaa agtcatgtcc tcagtcagca ctgcgtgc 228 

<210> 14 
<211> 228 
<212> DNA 

<213> Arabidopsis thaliana 
<400> 14 

atggcgcaag taagtagaat ctgcaacggc gtgcagaacc cgtcgctgat ctccaacctc 60 

agcaagtcca gccagcggaa gtcgccgctc tcggtcagcc tcaagaccca acagcacccg 120 

agggcctacc ctatcagctc atcctggggc ctcaagaaga gtggcatgac gctgatcggc 180 

agcgagctgc ggccactcaa ggtgatgtcc tcggtctcaa cggcgtgc 228 

<210> 15 
<211> 455 
<212> PRT 

<213> Agrobacterium tumefaciens 
<400> 15 

Met Leu His Gly Ala Ser Ser Arg Pro Ala Thr Ala Arg Lys Ser Ser 
15 10 15 

Gly Leu Ser Gly Thr Val Arg He Pro Gly Asp Lys Ser He Ser His 
20 25 30 

Arg Ser Phe Met Phe Gly Gly Leu Ala Ser Gly Glu Thr Arg He Thr 
35 40 45 

Gly Leu Leu Glu Gly Glu Asp Val He Asn Thr Gly Lys Ala Met Gin 
50 55 60 

Ala Met Gly Ala Arg He Arg Lys Glu Gly Asp Thr Trp He He Asp 
65 70 75 80 

Gly Val Gly Asn Gly Gly Leu Leu Ala Pro Glu Ala Pro Leu Asp Phe 
85 90 95 

Gly Asn Ala Ala Thr Gly Cys Arg Leu Thr Met Gly Leu Val Gly Val 
100 105 110 

Tyr Asp Phe Asp Ser Thr Phe He Gly Asp Ala Ser Leu Thr Lys Arg 
115 120 125 

Pro Met Gly Arg Val Leu Asn Pro Leu Arg Glu Met Gly Val Gin Val 
130 135 140 

Lys Ser Glu Asp Gly Asp Arg Leu Pro Val Thr Leu Arg Gly Pro Lys 
145 150 155 160 

Thr Pro Thr Pro He Thr Tyr Arg Val Pro Met Ala Ser Ala Gin Val 
165 170 175 
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Lys Ser Ala Val Leu Leu Ala Gly Leu Asn Thr Pro Gly lie Thr Thr 
180 185 190 

Val lie Glu Pro lie Met Thr Arg Asp His Thr Glu Lys Met Leu Gin 
195 200 205 

Gly Phe Gly Ala Asn Leu Thr Val Glu Thr Asp Ala Asp Gly Val Arg 
210 215 220 

Thr lie Arg Leu Glu Gly Arg Gly Lys Leu Thr Gly Gin Val lie Asp 
225 230 235 240 

Val Pro Gly Asp Pro Ser Ser Thr Ala Phe Pro Leu Val Ala Ala Leu 
245 250 255 

Leu Val Pro Gly Ser Asp Val Thr lie Leu Asn Val Leu Met Asn Pro 
260 265 270 

Thr Arg Thr Gly Leu lie Leu Thr Leu Gin Glu Met Gly Ala Asp lie 
275 280 285 

Glu Val lie Asn Pro Arg Leu Ala Gly Gly Glu Asp Val Ala Asp Leu 
290 295 300 

Arg Val Arg Ser Ser Thr Leu Lys Gly Val Thr Val Pro Glu Asp Arg 
305 310 315 320 

Ala Pro Ser Met lie Asp Glu Tyr Pro lie Leu Ala Val Ala Ala Ala 
325 330 335 

Phe Ala Glu Gly Ala Thr Val Met Asn Gly Leu Glu Glu Leu Arg Val 
340 345 350 

Lys Glu Ser Asp Arg Leu Ser Ala Val Ala Asn Gly Leu Lys Leu Asn 
355 360 365 

Gly Val Asp Cys Asp Glu Gly Glu Thr Ser Leu Val Val Arg Gly Arg 
370 375 380 

Pro Asp Gly Lys Gly Leu Gly Asn Ala Ser Gly Ala Ala Val Ala Thr 
385 390 395 400 

His Leu Asp His Arg He Ala Met Ser Phe Leu Val Met Gly Leu Val - 
405 410 415 

Ser Glu Asn Pro Val Thr Val Asp Asp Ala Thr Met He Ala Thr Ser 
420 425 430 

Phe Pro Glu Phe Met Asp Leu Met Ala Gly Leu Gly Ala Lys He Glu 
435 440 445 

Leu Ser Asp Thr Lys Ala Ala 
450 455 

<210> 16 
<211> 1368 
<212> DNA 

<213> Agrobacterium tumefaciens 
<400> 16 

atgcttcacg gtgcaagcag ccggcccgca accgcccgca aatcctctgg cctttccgga 
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<210> 17 
<211> 1368 
<212> DNA 

<213> Agrobacterium tumef aciens 










<400> 17 
atgcttcatg 


gagcttcatc 


taggecaget 


a P 1 f~ ere c a erer a 

d<_ ty t-tdyyd 


a n t - p 4— a t~r e cet 

dy uc^ tdytyy 


ere t~ p a pt t~ rretc 

yc ttag tyyt 


60 


accgtgcgca 


tccctggcga 


taaaagtatt 


tcacacagga 


gcttcatgtt 


eggaggaett 


120 


gctagtggag 


agacgagaat 


cactggtttg 


ettgagggeg 


aagatgttat 


caacaccggt 


180 


aaggcgatgc 


aagcaatggg 


tgecagaate 


cgaaaagagg 


gcgatacgtg 


gatcatcgac 


240 


ggtgttggta 


aeggaggatt 


gctcgctccc 


gaagcgccac 


ttgactttgg 


gaaegcaget 


300 
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acggggtgcc 


gtcttactat 


gggactggta 


ggcgtgtatg 


actttgactc 


taccttcatc 


360 


ggtgacgcga 


gcctcactaa 


gagaccaatg 


ggacgagtgc 


tgaatcccct 


gagggagatg 


420 


ggtgtccagg 


tgaaatctga 


ggatggtgat 


cgtcttccgg 


ttactctgcg 


aggccccaag 


480 


acccccacgc 


caatcacgta 


cagggttccg 


atggcgtcag 


cacaggtcaa 


gtcagcggta 


540 


ctcctggcgg 


gcctcaacac 


acctggaatc 


acaaccgtga 


ttgaacccat 


catgactaga 


600 


gaccacacgg 


agaagatgtt 


gcagggtttc 


ggcgctaatc 


taacggtcga 


aaccgacgcc 


660 


gacggcgtga 


ggacaatccg 


cttggagggc 


agaggtaaac 


tgactggcca 


agtcatcgat 


720 


gtgcctggag 


atccctcgtc 


cacagcgttt 


cccctcgtag 


ctgcgttgct 


cgtccctgga 


780 


tctgatgtga 


cgatcctgaa 


tgtcctcatg 


aatccaacta 


gaaccggcct 


catcctcaca 


840 


ttgcaggaga 


tgggtgctga 


catcgaggtt 


atcaatccta 


ggttggcagg 


tggagaggat 


900 


gtggccgatc 


tgcgcgtgcg 


ttctagtaca 


ctcaaaggcg 


tgaccgtccc 


tgaggatcgc 


960 


gctccatcca 


tgatcgacga 


gtaccccatt 


ctcgccgttg 


ctgctgcgtt 


tgccgagggc 


1020 


gcaactgtaa 


tgaacggcct 


tgaggagttg 


agggttaagg 


agagtgacag 


gctgtccgcg 


1080 


gtggcgaatg 


gcctgaagct 


aaacggcgtg 


gactgcgacg 


aaggtgaaac 


gtcccttgta 


1140 


gtccgtggtc 


gcccagacgg 


gaaggggttg 


gggaatgctt 


cgggagctgc 


tgtggcgacg 


1200 


caccttgatc 


atagaatcgc 


catgtcattt 


ctggtgatgg 


gacttgtctc 


cgagaatccg 


1260 


gtgaccgttg 


acgatgctac 


catgatcgcc 


acctcctttc 


ctgagttcat 


ggacctcatg 


1320 


gcaggcttgg 


gggccaagat 


cgagctgtct 


yauaCLaayy 


ccgc ccya 




IjOo 


<210> 18 
<211> 1368 
<212> DNA 

<213> Agrobacterium tumefaciens 










<400> 18 
atgctacacg 


gtgcaagcag 


ccggccggca 


accgctcgca 


aatcttccgg 


cctttcggga 


60 


acggtcagga 


ttccgggcga 


taagtccata 


tcccaccggt 


cgttcatgtt 


cggcggtctt 


120 


gccagcggtg 


agacgcgcat 


cacgggcctg 


cttgaaggtg 


aggacgtgat 


caataccggg 


180 


aaggccatgc 


aggctatggg 


agcgcgtatc 


cgcaaggaag 


gtgacacatg 


gatcattgac 


240 


ggcgttggga 


atggcggtct 


gctcgcccct 


gaggcccctc 


tcgacttcgg 


caatgcggcg 


300 


acgggctgca 


ggctcactat 


gggactggtc 


ggggtgtacg 


acttcgatag 


cacgttcatc 


360 


ggagacgcct 


cgctcacaaa 


gcgcccaatg 


ggccgcgttc 


tgaacccgtt 


gcgcgagatg 


420 


ggcgtacagg 


tcaaatccga 


ggatggtgac 


cgtttgcccg 


ttacgctgcg 


cgggccgaag 


480 


acgcctaccc 


cgattaccta 


ccgcgtgcca 


atggcatccg 


cccaggtcaa 


gtcagccgtg 


540 


ctcctcgccg 


gactgaacac 


tccgggcatc 


accacggtga 


tcgagcccat 


catgaccagg 


600 



17 





aaddy d LyLL 


f~ rrrrnrxt" t~ t~ 
Luayy yy i— u c 


CTCICCICCPiPi CC 
y y *— y »— • a ci v- v_ 


t - era c era tc era 


cr a c rr ct a c cr c t 


gacyycyLCd 




r""/"* "h t" rr^ ctcx etc 
v~ L. !»ya y y y l — 


" y y y y — ci ci ci - 


trra c\~ cscscc f\ 


acrt" ca t~ ccra t 


guuccyggciy 




fa ccictc c i~ \~ C 

a w y y <w 1 — < — *w 


v_» v»y >_ Lyy l. uy 


r'rrnT , crr"t". QT! t 


c cr t crc c ctctoct 


ay L.y ctv-y Lya 




^_ y l. u, l. ci y 




y y au^y y v— v_. l. 


aatcetcaca 

y c* 1 — w \^ u v^ u.\^.y 


Cuucayyaya 


tyyyayccya 


LdL^yayy uy 


23 CZ*Z*CCCC1C 


rtcc t~ acre Pi rrrr 
y^(- tyycayy 


uyy Lyciay 


ytuyCyyaLC 


LyCycy tycy 




uyaayyyLy 


tyauyy l.v».v^v«. 


rrrraarra t~ ccsc 
yyaayauuyu 


yCyCCyccca 


cyacaydcya 


y La LLU LdL L 


v— LyyuLy L^y 


uuyu uyu.y l. l. 


L.y i^^yaayyy 


gccacggtca 


tyaacyycct 


tgayyaaC CC 


cgcycyddyy 


25 23 +~ rrtciz* \~ err 
dci LL.y y a n^y 


pp t* nt~ crrrrcrt 
v*v* Ly LLyy uy 


ytyyccaaLy 


ycctyddyc c 


Ccictoy y uy u l. 


yat ty uyaLy 


2a rrrrrrl - rra era e 1 
ciy y y i_yo.y o.v_ 


r , t~r , ar , t"r , crt~er 


y LCCycyyCC 


gycLtydtyy 


/~« 2a 23 ricit^tf* c X~ c 
l a a y y y ut 


yy Laauy vua 


erf- rrrra rrc rrrrc 
y Lyy ciy v- y y u. 


cat" ccsc cades 

uy u- w y • u c*. w y 


cacctcgatc 


atcgcatcgc 


gatgtccttc 


ttggtgatgg 


gtctcgtctc 


agagaacccg 


gtgaccgtcg 


atgacgccac 


gatgatagcg 


acgagcttcc 


cagagttcat 


ggatctgatg 


gcgggcctcg 


gggccaagat 


cgaactgtct 


gacacgaagg 


ccgcttga 




<210> 19 
<211> 183 
<212> PRT 

<213> Streptomyces hygroscopicus 







<400> 19 

Met Ser Pro Glu Arg Arg Pro Ala Asp lie Arg Arg Ala Thr Glu Ala 
15 10 15 

Asp Met Pro Ala Val Cys Thr lie Val Asn His Tyr lie Glu Thr Ser 
20 25 30 

Thr Val Asn Phe Arg Thr Glu Pro Gin Glu Pro Gin Asp Trp Thr Asp 
35 40 45 

Asp Leu Val Arg Leu Arg Glu Arg Tyr Pro Trp Leu Val Ala Glu Val 
50 55 60 

Asp Gly Glu Val Ala Gly lie Ala Tyr Ala Gly Pro Trp Lys Ala Arg 
65 70 75 80 

Asn Ala Tyr Asp Trp Thr Ala Glu Ser Thr Val Tyr Val Ser Pro Arg 
85 90 95 

His Gin Arg Thr Gly Leu Gly Ser Thr Leu Tyr Thr His Leu Leu Lys 
100 105 110 

Ser Leu Glu Ala Gin Gly Phe Lys Ser Val Val Ala Val lie Gly Leu 
115 120 125 

Pro Asn Asp Pro Ser Val Arg Met His Glu Ala Leu Gly Tyr Ala Pro 
130 135 140 



660 
720 
780 
840 
900 
960 
1020 
1080 
1140 
1200 
1260 
1320 
1368 



18 



Arg Gly Met Leu Arg Ala Ala Gly Phe Lys His Gly Asn Trp His Asp 
145 150 155 160 

Val Gly Phe Trp Gin Leu Asp Phe Ser Leu Pro Val Pro Pro Arg Pro 
165 170 175 

Val Leu Pro Val Thr Glu lie 
180 

<210> 20 
<211> 552 
<212> DNA 

<213> Streptomyces hygroscopicus 
<400> 20 



atgagcccag 


aacgacgccc 


ggccgacatc 


cgccgtgcca 


ccgaggcgga 


catgccggcg 


60 


gtctgcacca 


tcgtcaacca 


ctacatcgag 


acaagcacgg 


tcaacttccg 


taccgagccg 


120 


caggaaccgc 


aggactggac 


ggacgacctc 


gtccgtctgc 


gggagcgcta 


tccctggctc 


180 


gtcgccgagg 


tggacggcga 


ggtcgccggc 


atcgcctacg 


cgggcccc t,y 


yaayy^auyL 


S> AC) 


aacgcctacg 


actggacggc 


cgagtcgacc 


gtgtacgtct 


ccccccycca 


f* r* si t~t c* t~tct 'Si f~* fx 

ccciy oyy cic^g 


J U v/ 


ggactgggct 


ccacgctcta 


cacccacctg 


ctgaagtccc 






fin 

J D \J 


agcgtggtcg 


ctgtcatcgg 


gctgcccaac 


gacccgagcg 




uy ay y Ly l 


f± ^ VJ 


ggatatgccc 


cccgcggcat 


gctgcgggcg 


gccggcttca 


agcacgggaa 


CCyyCaCyaC 


Aft n 

ft o u 


gtgggtttct 


ggcagctgga 


cttcagcctg 


ccggtaccgc 


cccgtccggt 


CCCyCCCytC 


D ft U 


accgagatct 


ga 












<210> 21 
<211> 552 
<212> DNA 

<213> Streptomyces hygroscopicus 








<400> 21 
atgagtccag 


aaaggagacc 


ggctgatatt 


cggagagcca 


ccgaagctga 


tatgcctgct 


60 


gtttgtacaa 


tcgtaaacca 


ttatatcgag 


acctcgacag 


ttaattttcg 


cactgagccg 


120 


caggagccac 


aggattggac 


ggacgatctg 


gtacgtttaa 


gagaacgtta 


tccgtggcta 


180 


gttgctgagg 


ttgacggaga 


agtcgctggt 


atagcttacg 


ctggaccgtg 


gaaagctcgt 


240 


aacgcttacg 


actggacagc 


agaatccact 


gtctacgtca 


gccctcgtca 


tcaaagaacc 


300 


ggattaggga 


gcacgttgta 


cactcatctt 


ttaaagtcac 


tggaggcaca 


aggcttcaag 


360 


tctgttgtgg 


cagttattgg 


attgccaaac 


gatccgagtg 


ttcgaatgca 


cgaagcgctt 


420 


ggatacgctc 


cacgaggtat 


gctccgtgct 


gccggattca 


aacatggaaa 


ttggcacgac 


480 


gtaggttttt 


ggcaactgga 


cttttcactt 


cccgttcccc 


ctagacctgt 


acttccagtt 


540 


actgaaatct 


ag 










552 
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<211> 552 
<212> DNA 

<213> Streptoinyces hygr o s ccpicus 



<400> 22 

city tuy ^-.^ y 


ay ^L»y l- *— ^ 


t~ (TP t~ Clfl C Pi t" Pi 
y v_ i— y a ^ a a 


p\ c\t\ err cere t~ p\ 


uuy ay y ^ ay a 


ra t"crr*r't" act" 


60 


ntr i~ \~ rr r^ a t~* r* z\ 


l. L- y ty da LLa 


Lauau^yoy 


aL-uLL LaLyy 


i~ ^ ^ t - hrrrr 
LaaciL l. Lwuy 


par t~ (1 z± rr f>f> \~ 

\~Gk.\~ uy ay i— 


120 


~\ /~f ca #■* rr r* 
(_.ctctyciclL.(-.yt^ 


-a «/<f a f- 4- ftftzt /-» 

ay y ct l. Ly y aL 


prra r+CTP\ t~ t~* f~ f 

uy auy aLL. 


IT I - fff rr T~ C T~ f J3i 

y Lyuy i_ c l. a 


«a rr s\ rr f h a 
y cty cty v-y i_ l. a 


tttytyytLy 


1 ftn 

-LOW 


j*t +~ 4" rr f* a rra rrrr 


t~ rr rr a r^frrri~ rra 

cyyacyycya 


a /T"^ rr rr f j - rr rr rr 
cty uyyLLyyy 


a 1~~ r*rrr+r* t~ si 
auty^L LaLy 


/""• t~ rrrra r* c* rr\~ rr 


pr o rrrrc* t" ^a pr sa 

y ctcty y l- ucty ct 


Z. 4 u 


— ! = /— t "5 t" *5 f ft 

aacyCaLacg 


■^j 4— +— ft ft a /-« ftf 

autyyaccyc 


ft ft a <t4— a y-^ — s 

yyaytccaca 


/-ft- /"« 4- a f ft 4- ^ 

y Lcuacgcct 


cacccayacd 


h a a pt a a pp 
UCJctaciyctctCCJ 


^ on 


gggctcggct 


cgaccctcta 


tacgcatctc 


ctcaagtcct 


tagaggegea 


gggcttcaaa 


360 


tctgtagtgg 


cggtgatcgg 


cttgccaaac 


gatcccagtg 


tgagaatgea 


cgaggcactc 


420 


ggttacgctc 


ctagaggaat 


gctcagggcg 


gctggattca 


ageaeggtaa 


ttggcacgac 


480 


gttggcttct 


ggcaactgga 


cttctctttg 




f> f- /"'/"rt- r* c \~ rr \~ 


y V- LClULLy L. v_ 


J r± v/ 


accgaaatct 


ag 












<210> 23 
<211> 1368 
<212> DNA 

<213> Agrobacterium tumef aciens 










<400> 23 
atgcttcacg 


gtgcaagcag 


ccgtccagca 


— > 4- ft r* 4- r* rr +~ o 

accyctcy ta 


aytcctctyy 


4- /-« f f f"r<h rrrrsi 

ll l l ll uyya 




accgtccgta 


ttccaggtga 


caagtctatc 


Lcccacayyu 


f* f~ +• ^ /^r 4— 4— 

ccutcacyct 


+— f-*t ft ^ ftft^ f* 4— 

eggaggue uc 


ion 


gctagcggtg 


aaactcgtat 


caccggtctt 


LLyyaayycy 


aayacyc ua t. 


caacactyyt 


1 on 
lou 


aaggctatgc 


aagctatggg 


tgccagaatc 


/■*» /"r 4- a a ft ft a a /T 

CyLaoyyady 


ft 4- y-r a 4— 2> /-i 4- 4— /t 

y tydtac Lty 


/^rsa i~ /-« a 1" /^r sa i~ 

y cl L. vJct L. tyat 


£ f± u 


ggtgttggta 


acggtggact 


ccttgctcct 


gaggc tec uc 


4- f% ft a t- +- f- ft ft ft 

ucgac uuegg 


--i *3 y-i frf 4— ft f* ^ 

CaaCyC tgca 


^ no 
J u u 


actggttgcc 


gtttgactat 


gggtcttgtt 


rrrr t~ rrt~ hhap /*r 

yy uyLULaLy 


d U I— Ltya Lay 


papf- f- 4- r~> 4- 4- 


i fin 

«J o w 


ggtgacgctt 


ctctcactaa 


gcgtccaatg 


rrrr t~ f ft +~ /-T 4- /T 4— 

yytcytyuyc 


f— (-# -3 --j /-t /-» ft -Tj i 4- 

tyaaCCCaC t. 


4- f*ftf*ftsi aaf /-T 

l. t-y L.y ctctct uy 


49 n 

*± ^ \J 


ggtgtgcagg 


tgaagtctga 


agacggtgat 


ttu uttay 


t~ t~a^ , ^t~ t - rr f rr 

tLdtttuyty 


4- ft ft pi rpaaa rr 

tyydttdddy 




actccaacgc 


caatcaccta 


cagggtacct 


a 4~ rtrtf* f— 4— /~i ft ft 

acyyc ctccy 


f* f O S i^f 4— ft ^ O 

CtCaay tyaa 


it i~ f f rr f r~ rr f~ t - 

gtccyccyLL 


ZJ f± w 


ctgcttgctg 


gtctcaacac 


cccaggtatc 


accactgtta 


tegagecaat 


catgactcgt 


600 


gaccacactg 


aaaagatgct 


tcaaggtttt 


ggtgctaacc 


ttaccgttga 


gaetgatget 


660 


gacggtgtgc 


gtaccatccg 


tcttgaaggt 


cgtggtaagc 


tcaccggtca 


agtgattgat 


720 


gttccaggtg 


atccatcctc 


tactgctttc 


ccattggttg 


ctgccttgct 


tgttccaggt 


780 


tccgacgtca 


ccatccttaa 


cgttttgatg 


aacccaaccc 


gtactggtct 


catcttgact 


840 


ctgcaggaaa 


tgggtgccga 


catcgaagtg 


atcaacccac 


gtcttgctgg 


tggagaagac 


900 



gtggctgact tgcgtgttcg ttcttctact ttgaagggtg ttactgttcc agaagaccgt 960 

gctccttcta tgatcgacga gtatccaatt ctcgctgttg cagctgcatt cgctgaaggt 1020 

gctaccgtta tgaacggttt ggaagaactc cgtgttaagg aaagcgaccg tctttctgct 1080 

gtcgcaaacg gtctcaagct caacggtgtt gattgcgatg aaggtgagac ttctctcgtc 1140 

gtgcgtggtc gtcctgacgg taagggtctc ggtaacgctt ctggagcagc tgtcgctacc 12 00 

cacctcgatc accgtatcgc tatgagcttc ctcgttatgg gtctcgtttc tgaaaaccct 1260 

gttactgttg atgatgctac tatgatcgct actagcttcc cagagttcat ggatttgatg 132 0 

gctggtcttg gagctaagat cgaactctcc gacactaagg ctgcttga 13 68 

<210> 24 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 24 

catggagctt catcta 16 

<210> 25 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 25 

gcctttgagt gtacta 16 

<210> 26 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 26 

gggagcgcgt atccgc 16 

<210> 27 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 27 

ggatggtcac gtcact 16 
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<210> 28 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 28 
cggcatcacg acggtc 

<210> 29 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 29 
ggcatcgtcc accgtg 

<210> 30 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 30 
gcaactggtt gccgtt 

<210> 31 

<211> 16 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> DNA Primer molecule 

<400> 31 
atcacctgga acatca 

<210> 32 

<211> 22 

<212> DNA 

<213> Zea mays 

<400> 32 

cgtcaagatc ctcttcacct eg 

<210> 33 

<211> 22 

<212> DNA 

<213> Zea mays 

<400> 33 

acaccctctc caacactctc ta 



16 



16 



16 



22 
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<210> 34 

<211> 9 

<212> PRT 

<213> Artificial sequence 
<220> 

<223> Motif providing glyphosate resistance to a plant EPSPS 

<400> 34 

Gly Asn Ala Gly lie Ala Met Lys Ser 
1 5 

<210> 35 

<211> 1596 

<212> DNA 

<213> Agrobacterium tumefaciens 

<400> 35 



atggcccaag 


ttagccgaat 


ctgcaacggt 


gtgcagaatc 


catcactaat 


ctccaacctg 


60 


tccaaatcgt 


cacaacgtaa 


gtcgccatta 


tctgttagct 


tgaagactca 


gcaacatcct 


120 


cgcgcatatc 


ctatatcaag 


cagttggggt 


ttgaagaaat 


cgggtatgac 


cttgattggt 


180 


tcggaactta 


ggccattgaa 


ggtgatgtct 


tcagttagta 


cagcttgcat 


gcttcacggt 


240 


gcttcttcca 


gacccgcaac 


ggctagaaag 


agttctggct 


tgtctggaac 


cgtccgtatt 


300 


ccaggagaca 


aaagcattag 


tcaccgctct 


ttcatgtttg 


gtgggctggc 


atctggagag 


360 


acgcgcatca 


ctggtcttct 


ggaaggagag 


gacgtcatca 


atacagggaa 


ggcaatgcag 


420 


gctatgggtg 


cccgtattcg 


caaggaaggt 


gatacttgga 


tcatagacgg 


agttgggaac 


480 


ggtggcttac 


ttgcaccgga 


ggctcctctc 


gactttggca 


acgcagccac 


agggtgtaga 


540 


cttactatgg 


gcctcgtggg 


tgtttacgat 


ttcgattcaa 


cctttattgg 


ggatgcctct 


600 


ctcactaaac 


gcccaatggg 


aagagtcctt 


aacccgttga 


gggagatggg 


cgtacaagtt 


660 


aagtccgagg 


acggcgacag 


attgcccgtc 


accttgcgcg 


gccctaagac 


acccacccct 


720 


attacttaca 


gggttccaat 


ggcatctgct 


caagtgaagt 


ccgcagttct 


gctcgctgga 


780 


ttgaacacac 


cgggtattac 


taccgtgatt 


gagccgatca 


tgactcgtga 


ccacactgag 


840 


aagatgcttc 


agggtttcgg 


tgctaacctc 


accgttgaaa 


cagacgcgga 


cggtgtgagg 


900 


accattcgcc 


tggagggaag 


gggaaaactc 


actggtcaag 


tcattgacgt 


gcccggtgat 


960 


ccctccagca 


cggcgttccc 


actggttgcc 


gctcttctcg 


taccaggctc 


cgatgtgaca 


1020 


attctaaacg 


tcctcatgaa 


tcctactaga 


accggattga 


tacttacatt 


gcaggaaatg 


1080 


ggtgctgata 


ttgaagttat 


caatcctaga 


ctagccggag 


gtgaggacgt 


agctgatttg 


1140 


cgggtgaggt 


cttctacatt 


gaaaggtgtt 


accgtacctg 


aagatagggc 


accttcaatg 


1200 


attgacgagt 


atccaattct 


tgccgtcgcg 


gctgcctttg 


ctgagggcgc 


gaccgtgatg 


1260 



23 



aatggactag aggagttgag agtgaaggaa tccgacagat tgagcgcagt cgctaacgga 1320 

cttaaactca atggcgttga ttgtgatgag ggtgagacta gcttggtagt ccgtgggcga 1380 

ccagacggaa agggtttggg caacgcttcg ggtgctgccg ttgcaactca cttggatcat 1440 

cggatagcga tgagttttct ggtgatgggt ctcgtaagcg agaatcctgt gacagtcgac 1500 

gatgcaacta tgatcgctac ttccttccct gagtttatgg atttaatggc aggactaggt 1560 

gcaaagattg aactctctga taccaaagcg gcctaa 1596 
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